. Neutralization of IL-4 signaling by DARPin_44 binding. The assay measures the blockade of IL-4 induced secretion of of alkaline phosphatase by DARPin_44 in a reporter cell line.
. Neutralization of IL-4 signaling by DARPin_44 binding. The assay measures the blockade of IL-4 induced secretion of of alkaline phosphatase by DARPin_44 in a reporter cell line. Figure S2 . Amino acid sequences (A) of DARPin_44 A and B chains and (B) of IL-4 I and J chains. The alignment of the ankyrin repeats is shown for DARPin_44. Residues involved in binding are red. A chain residues found in contact, but not found in the B chain are shown in green. B and J chain residues found in contact, but not found in the A or I chain are shown in blue Secondary structure elements are indicated by letters "t" (β-turn) and "h" (helix). Residues shown in violet are disordered and not seen in the electron density map. Figure S3 . The contact region of the DARPin_44 A chain (green) and the IL-4 I chain (orange). Only the residues in direct contact (<4.0 Å) are shown with their side chains in stick representation. Possible hydrogen bonds are indicated with blue dashed lines between pairs of atoms. Labels for the DARPin_44 side chains are black; the labes for IL-4 side chains are in orange. Figure S4 . The electron density contoured at 1.0 for the IL-4 conformational change observed in the IL-4: DARPin_44 complex. The largest change from the unbound IL-4 structure include the two amino acid residues, Leu96 in the CD-loop and Trp91 in the C-helix.
A)

I REKYSKCSS J REKYSKCSS
